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SEQUENCE LISTING 



<110> genodyssee 

<120> New polynucleotides and polypeptides of the IFNa-17 gene 

<130> IFNa-17 

<140> 
<141> 

<160> 3 

<170> Patentln Ver. 2.1 

<210> 1 
<211> 1873 
<212> ADN 

<213> Homo sapiens 
<400> 1 

agcttcatac actaagagaa aaattttaaa aaattattga ttcttatttt caggagtttt 60 
gaatgatcag gtatgtaatt atattcatat tattaatgtg tatttatata gatttttatt 120 
ttgcacaggt actttgatac aaaatttaca tgaacaaatt acactaaaag ttatttcaca 180 
aatatactta tcaagttaag ttaaatgcaa tagctttaaa cttagatttt aatttaactt 240 
tttctatcat cattctttac attaaataaa aaaagcaaac tttatagttt ttatctataa 300 
agtagaggta tacatagtat acataaatac atatgccaaa tctgtgttat taaaacttca 360 
tgaagatttc gattacaaaa aaataccgta aaagactttg agtgcagaag aaaaatgggc 420 
aatgatgaaa aacaatgaaa aacattctta aacacatgta gagagtgcaa aaagaaagca 480 
aaaacagaca tagaaagtaa aactagggca tttagaaaat ggaaattagt atgttcacta 540 
tttaaggcct atgcacagag caaagtcttc agaaaaccta gaggccaaag ttcaaggtta 600 
cccatctcaa gtagcctagc aacatttgca acatcccaat ggccctgtcc ttttctttac 660 
tgatggccgt gctggtgctc agctacaaat ccatctgttc tctaggctgt gatctgcctc 720 
agacccacag cctgggtaat aggagggcct tgatactcct ggcacaaatg ggaagaatct 780 
ctcctttctc ctgcctgaag gacagacatg actttggact tccccaggag gagtttgatg 840 
gcaaccagtt ccagaagact caagccatct ctgtcctcca tgagatgatc cagcagacct 900 
tcaatctctt cagcacagag gactcatctg ctgcttggga acagagcctc ctagaaaaat 960 
tttccactga actttaccag caactgaata acctggaagc atgtgtgata caggaggttg 1020 
ggatggaaga gactcccctg atgaatgagg actccatcct ggctgtgagg aaatacttcc 1080 
aaagaatcac tctttatcta acagagaaga aatacagccc ttgtgcctgg gaggttgtca 1140 
gagcagaaat catgagatct ctctcttttt caacaaactt gcaaaaaata ttaaggagga 1200 
aggattgaaa actggttcaa catggcaatg atcctgattg actaatacat tatctcacac 1260 
tttcatgagt tcctccattt caaagactca cttctataac caccacgagt tgaatcaaaa 1320 
ttttcaaatg ttttcagcag tgtaaagaag cgtcgtgtat acctgtgcag gcactagtac 1380 
tttacagatg accatgctga tgtctctgtt catctattta tttaaatatt tatttaatta 1440 
tttttaagat ttaaattatt tttttatgta atatcatgtg tacctttaca ttgtggtgaa 1500 
tgtaacaata tatgttcttc atatttagcc aatatattaa tttccttttt cattaaattt 1560 
ttactataca aaatttcttg tgtttgttta ttctttaaga taaaatgtcg aggctgactt 1620 
tacaacctga cttaaaaata tatgatttaa ttaagttatc tatcataatt ttattcaagt 1680 
tattaaaaaa acatttttct gttactggtt atatgttgcc ttcaagatat aaacgtgaac 1740 
ataaaatata cagtccctgt tctcttgtat ctttgatttt tgtcaggaaa gaaatctaaa 1800 
aacaataata atgctgaatt aatatcagtg atgctaactg ctataatgtg aggaagtaaa 1860 
atacaatgaa ttc 1873 
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<210> 2 
<211> 189 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Ala Leu Ser Phe Ser Leu Leu Met Ala Val Leu Val Leu Ser Tyr 
15 10 15 

Lys Ser lie Cys Ser Leu Gly Cys Asp Leu Pro Gin Thr His Ser Leu 
20 25 30 

Gly Asn Arg Arg Ala Leu lie Leu Leu Ala Gin Met Gly Arg lie Ser 
35 40 45 

Pro Phe Ser Cys Leu Lys Asp Arg His Asp Phe Gly Leu Pro Gin Glu 
50 55 60 

Glu Phe Asp Gly Asn Gin Phe Gin Lys Thr Gin Ala lie Ser Val Leu 
65 70 75 80 

His Glu Met lie Gin Gin Thr Phe Asn Leu Phe Ser Thr Glu Asp Ser 
85 90 95 

Ser Ala Ala Trp Glu Gin Ser Leu Leu Glu Lys Phe Ser Thr Glu Leu 
100 105 110 

Tyr Gin Gin Leu Asn Asn Leu Glu Ala Cys Val lie Gin Glu Val Gly 
115 120 125 

Met Glu Glu Thr Pro Leu Met Asn Glu Asp Ser lie Leu Ala Val Arg 
130 135 ' 140 

Lys Tyr Phe Gin Arg lie Thr Leu Tyr Leu Thr Glu Lys Lys Tyr Ser 
145 150 155 160 

Pro Cys Ala Trp Glu Val Val Arg Ala Glu lie Met Arg Ser Leu Ser 
165 170 175 

Phe Ser Thr Asn Leu Gin Lys lie Leu Arg Arg Lys Asp 
180 185 



<210> 3 
<211> 57 
<212> PRT 

<213> Homo sapiens 
<400> 3 

Met Ala Leu Ser Phe Ser Leu Leu Met Ala Val Leu Val Leu Ser Tyr 
15 10 15 

Lys Ser lie Cys Ser Leu Gly Cys Asp Leu Pro Gin Thr His Ser Leu 
20 25 30 

Gly Asn Arg Arg Ala Leu lie Leu Leu Ala Gin Met Gly Arg lie Ser 
35 40 45 
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Pro Phe Ser Cys Leu Lys Asp Arg Gin 
50 55 

Additional sequences: 

SEQ ID NO. 4: ttcaaggttacccatctcaa 
SEQ ID NO. 5: ttagtcaatcaggatcattgc 
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